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CURRENT LABORATORY RESEARCH: 
 
 
Focus 1.  Bioinformatics  
 
We have a number of novel projects developing bioinformatic applications and bioinformatic 
resources.  These include, a) building comprehensive comparative databases of genetic linkage 
and genetic association data on human autoimmune and inflammatory disorders, b) building a 
publicly available archival database of biological pathways and, c) development of statistical and 
computational tools for analysis of gene expression data, d) software development for data 
mining of gene expression data. 
 
Focus 2. Technology Development 
 
We are engaged in developing unique arrays for focused applications and novel experimental 
approaches to address different classes of multiplex molecular data. Projects include: a) array 
based nuclear run-on b) assembly of specialty custom cDNA arrays including model species 
microarrays such as Drosphila, Aplysia, and Coral. 
 
Focus 3. Novel Applications of cDNA arrays  
 
Our unit is involved in applications using cDNA arrays that are novel in the field of gene 
expression analysis and are complementary to our bioinformatic and technological development. 
Examples of ongoing projects include a) gene expression patterns altered by treatment of a 
prostate cell line by anti-sense DNA and oligonucleotides, b) studies in schizophrenia and drug 
abuse; among others, c) a comprehensive analysis of cross species hybridization patterns using 
human cDNA targets, among others. 
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